SEQUENCE LISTING 



<110> Bates, Elizabeth 

Fpurnier, Nathalie 
Chalus, Lionel 
Garrone, Pierre 

<120> MONOCYTE-DERIVED NUCLEIC ACIDS AND RELATED COMPOSITIONS AND METHODS 
<130> SF0977X 

<140> 09/869,388 
<141> 1999-12-29 

<160> 14 

<170> IBM PC compatible 

<210> 1 
<211> 1249 
<212> DNA 

<213> homo sapiens 

<220> 
<221> CDS 

<222> (154) . . (1062) 



<220> 

<221> sig_peptide 
<222> (154) . . (210) 

<220> 

<221> mat_peptide 
<222> (211) . . (1062) 

<400> 1 

gtttggggaa ggctcctggc ccccacagcc ctcttcggag cctgagcccg gctctcctca 60 

ctcacctcaa cccccaggcg gcccctccac agggcccctc tcctgcctgg acggctctgc 120 

tggtctcccc gtcccctgga gaagaacaag gcc atg ggt egg ccc ctg ctg ctg 174 

Met Gly Arg Pro Leu Leu Leu 
-19 -15 

ccc eta ctg ccc ctg ctg ctg ccg cca gca ttt ctg cag cct agt ggc 222 
Pro Leu Leu Pro Leu Leu Leu Pro Pro Ala Phe Leu Gin Pro Ser Gly 



-10 -5 



1 



tec aca gga tct ggt cca age tac cct tat ggg gtc act caa cca aaa 270 
Ser Thr Gly Ser Gly Pro Ser Tyr Leu Tyr Gly Val Thr Gin Pro Lys 
5 10 15 20 

cac etc tea gcc tec atg ggt ggc tct gtg gaa ate ccc ttc tec ttc 318 
His Leu Ser Ala Ser Met Gly Gly Ser Val Glu lie Pro Phe Ser Phe 
25 30 35 



tat tac ccc tgg gag tta gcc aca get ccc gac gtg aga ata tec tgg 
Tyr Tyr Pro Trp Glu Leu Ala Thr Ala Pro Asp Val Arg lie Ser Trp 
4 0 4 5 50 



aga egg ggc cac ttc cac ggg cag tec ttc tac age aca agg ccg cct 
Arg Arg Gly His Phe His Gly Gin Ser Phe Tyr Ser Thr Arg Pro Pro 
55 60 65 

tec att cac aag gat tat gtg aac egg etc ttt ctg aac tgg aca gag 
Ser lie His Lys Asp Tyr Val Asn Arg Leu Phe Leu Asn Trp Thr Glu 
70 75 80 



ggt cag aag age ggc ttc etc agg ate tec aac ctg cag aag cag gac 
Gly Gin Lys Ser Gly Phe Leu Arg lie Ser Asn Leu Gin Lys Gin Asp 
85 90 95 100 

cag tct gtg tat ttc tgc cga gtt gag ctg gac aca egg age tea ggg 
Gin Ser Val Tyr Phe Cys Arg Val Glu Leu Asp Thr Arg Ser Ser Gly 
105 110 115 

agg cag cag tgg cag tec ate gag ggg acc aaa etc tec ate ace cag 
Arg Gin Gin Trp Gin Ser He Glu Gly Thr Lys Leu Ser He Thr Gin 
120 125 130 



get gtc acg acc acc acc cag agg ccc age age atg act acc acc tgg 

Ala Val Thr Thr Thr Thr Gin Arg Pro Ser Ser Met Thr Thr Thr Trp 
135 140 145 

agg etc agt age aca acc acc aca acc ggc etc agg gtc aca cag ggc 

Arg Leu Ser Ser Thr Thr Thr Thr Thr Gly Leu Arg Val Thr Gin Gly 

150 155 160 



aaa cga cgc tea gac tct tgg cac ata agt ctg gag act get gtg ggg 
Lys Arg Arg Ser Asp Ser Trp His He Ser Leu Glu Thr Ala Val Gly 
165 170 175 180 

gtg gca gtg get gtc act gtg etc gga ate atg att ttg gga ctg ate 
Val Ala Val Ala Val Thr Val Leu Gly He Met He Leu Gly Leu He 
185 190 195 

tgc etc etc agg tgg agg aga agg aaa ggt cag cag egg act aaa gcc 
Cys Leu Leu Arg Trp Arg Arg Arg Lys Gly Gin Gin Arg Thr Lys Ala 
200 205 210 

aca acc cca gcc agg gaa ccc ttc caa aac aca gag gag cca tat gag 
Thr Thr Pro Ala Arg Glu Pro Phe Gin Asn Thr Glu Glu Pro Tyr Glu 
215 220 225 

aat ate agg aat gaa gga caa aat aca gat ccc aag eta aat ccc aag 
Asn He Arg Asn Glu Gly Gin Asn Thr Asp Pro Lys Leu Asn Pro Lys 
230 235 240 



gat gac ggc ate gta tat get tec ctt gcc etc tec age tec acc tea 
Asp Asp Gly He Val Tyr Ala Ser Leu Ala Leu Ser Ser Ser Thr Ser 
245 250 255 260 



ccc aga gca cct ccc age cac cgt ccc etc aag age ccc cag aac gag 
Pro Arg Ala Pro Pro Ser His Arg Pro Leu Lys Ser Pro Gin Asn Glu 
265 270 275 



1038 



ace ctg tac tct gtc tta aag gee taaccaatgg acagccctct caagactgaa 1092 
Thr Leu Tyr Ser Val Leu Lys Ala 
280 

tggtgaggcc aggtacagtg gcgcacacct gtaatcccag ctactctgaa gectgaggea 1152 

gaatcaagtg ageccaggag ttcagggeca gctttgataa tggagegaga tgccatctct 1212 

agttaaaaat atatattaac aataaagtaa caaattt 1249 



<210> 2 

<211> 303 

<212> PRT 

<213> homo sapiens 

<400> 2 

Met Gly Arg Pro Leu Leu Leu Pro Leu Leu Pro Leu Leu Leu Pro Pro 
-19 -15 -10 -5 

Ala Phe Leu Gin Pro Ser Gly Ser Thr Gly Ser Gly Pro Ser Tyr Leu 
1 5 10 

Tyr Gly Val Thr Gin Pro Lys His Leu Ser Ala Ser Met Gly Gly Ser 
15 20 25 

Val Glu He Pro Phe Ser Phe Tyr Tyr Pro Trp Glu Leu Ala Thr Ala 
30 35 40 45 

Pro Asp Val Arg He Ser Trp Arg Arg Gly His Phe His Gly Gin Ser 
50 55 60 

Phe Tyr Ser Thr Arg Pro Pro Ser He His Lys Asp Tyr Val Asn Arg 
65 70 J 75 

Leu Phe Leu Asn Trp Thr Glu Gly Gin Lys Ser Gly Phe Leu Arg He - 
80 85 90 

Ser Asn Leu Gin Lys Gin Asp Gin Ser Val Tyr Phe Cys Arg Val Glu 
95 100 * 105 

Leu Asp Thr Arg Ser Ser Gly Arg Gin Gin Trp Gin Ser He Glu Gly 
110 115 120 125 

Thr Lys Leu Ser He Thr Gin Ala Val Thr Thr Thr Thr Gin Arg Pro 
130 135 140 

Ser Ser Met Thr Thr Thr Trp Arg Leu Ser Ser Thr Thr Thr Thr Thr 
145 150 155 

Gly Leu Arg Val Thr Gin Gly Lys Arg Arg Ser Asp Ser Trp His He 
160 165 170 



Ser Leu Glu Thr Ala Val Gly Val 
175 180 

lie Met lie Leu Gly Leu lie Cys 
190 195 

Gly Gin Gin Arg Thr Lys Ala Thr 
210 

Asn Thr Glu Glu Pro Tyr Glu Asn 
225 

Asp Pro Lys Leu Asn Pro Lys Asp 
240 245 

Ala Leu Ser Ser Ser Thr Ser Pro 
255 260 

Leu Lys Ser Pro Gin Asn Glu Thr 
270 275 



Ala Val Ala Val Thr Val Leu Gly 
185 

Leu Leu Arg Trp Arg Arg Arg Lys 
200 205 

Thr Pro Ala Arg Glu Pro Phe Gin 
215 220 

He Arg Asn Glu Gly Gin Asn Thr 
230 235 

Asp Gly He Val Tyr Ala Ser Leu 
250 

Arg Ala Pro Pro Ser His Arg Pro 
2 65 

Leu Tyr Ser Val Leu Lys Ala 
280 



<210> 3 

<211> 943 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (130) . . (819) 

<220> 

<221> sig_peptide 
<222> (130) . . (180) 

<220> 

<221> mat_peptide 
<222> (181) . . (819) 

<400> 3 

acagccctct tcggagcctc agcccggctc tcctcactca ccccaacccc caggcggccc 

ctccacaggg cccctctcct gcctggacgg ctctgctggt ctccccgtcc cctggagaag 

aacaaggcc atg ggt egg ccc ctg ctg ctg ccc eta ctg ccc ctg ctg 
Met Gly Arg Pro Leu Leu Leu Pro Leu Leu Pro Leu Leu 
-17 -15 -10 -5 

ctg ccg cca gca ttt ctg cag cct agt ggc tec aca gga tct ggt cca 
Leu Pro Pro Ala Phe Leu Gin Pro Ser Gly Ser Thr Gly Ser Gly Pro 

1 5 10 



age tac ctt tat ggg gtc act caa cca aaa cac etc tea gec tec atg 
Ser Tyr Leu Tyr Gly Val Thr Gin Pro Lys His Leu Ser Ala Ser Met 
15 20 25 



ggt ggc tct gtg gaa ate ccc ttc tec ttc tat tac ccc tgg gag tta 
Gly Gly Ser Val Glu lie Pro Phe Ser Phe Tyr Tyr Pro Trp Glu Leu 
30 35 J 40 



gee aca get ccc gac gtg aga ata tec tgg aga egg ggc cac ttc cac 
Ala Thr Ala Pro Asp Val Arg He Ser Trp Arg Arg Gly His Phe His 
45 50 55 60 

ggg cag tec ttc tac age aca agg ccg cct tec att cac aag gat tat 
Gly Gin Ser Phe Tyr Ser Thr Arg Pro Pro Ser He His Lys Asp Tyr 
65 70 75 

gtg aac egg etc ttt ctg aac tgg aca gag ggt cag aag age ggc ttc 
Val Asn Arg Leu Phe Leu Asn Trp Thr Glu Gly Gin Lys Ser Gly Phe 
80 85 J 90 

etc agg ate tec aac ctg cag aag cag gac cag tct gtg tat ttc tgc 
Leu Arg He Ser Asn Leu Gin Lys Gin Asp Gin Ser Val Tyr Phe Cys 
95 100 105 

cga gtt gag ctg gac aca egg age tea ggg agg cag cag tgg cag tec 
Arg Val Glu Leu Asp Thr Arg Ser Ser Gly Arg Gin Gin Trp Gin Ser 
110 115 120 

ate gag ggg acc aaa etc tec ate ace cag ggt cag cag egg act aaa 
He Glu Gly Thr Lys Leu Ser He Thr Gin Gly Gin Gin Arg Thr Lys 
125 130 135 140 

gee aca acc cca gee agg gaa ccc ttc caa aac aca gag gag cca tat 
Ala Thr Thr Pro Ala Arg Glu Pro Phe Gin Asn Thr Glu Glu Pro Tyr 
145 150 155 

gag aat ate agg aat gaa gga caa aat aca gat ccc aag eta aat ccc 
Glu Asn lie Arg Asn Glu Gly Gin Asn Thr Asp Pro Lys Leu Asn Pro 
160 165 170 

aag gat gac ggc ate gtc tat get tec ctt gec etc tec age tec acc 
Lys Asp Asp Gly He Val Tyr Ala Ser Leu Ala Leu Ser Ser Ser Thr 
175 180 185 

tea ccc aga gca cct ccc age cac cgt ccc etc aag age ccc cag aac 
Ser Pro Arg Ala Pro Pro Ser His Arg Pro Leu Lys Ser Pro Gin Asn 
190 195 200 

gag acc ctg tac tct gtc tta aag gee taaccaatgg acagccctct 
Glu Thr Leu Tyr Ser Val Leu Lys Ala 
205 210 

caagactgaa tggtgaggcc aggtacagtg gcgcacacct gtaatcccag ctactctgaa 
gectgaggea gaatcaagtg ageccaggag ttcagggeca gctt 



<210> 4 
<211> 230 
<212> PRT 

<213> homo sapiens 



<400> 4 

Met Gly Arg Pro Leu Leu Leu Pro Leu Leu Pro Leu Leu Leu Pro Pro 
-17 -15 -10 -5 

Ala Phe Leu Gin Pro Ser Gly Ser Thr Gly Ser Gly Pro Ser Tyr Leu 
1 5 io 15 

Tyr Gly Val Thr Gin Pro Lys His Leu Ser Ala Ser Met Gly Gly Se^ 
20 25 30 

Val Glu He Pro Phe Ser Phe Tyr Tyr Pro Trp Glu Leu Ala Thr Ala 
35 40 45 

Pro Asp Val Arg He Ser Trp Arg Arg Gly His Phe His Gly Gin Ser 
50 55 60 

Phe Tyr Ser Thr Arg Pro Pro Ser He His Lys Asp Tyr Val Asn Arg 
65 70 75 

Leu Phe Leu Asn Trp Thr Glu Gly Gin Lys Ser Gly Phe Leu Arg He 
80 85 90 95 

Ser Asn Leu Gin Lys Gin Asp Gin Ser Val Tyr Phe Cys Arg Val Glu 
100 105 110 

Leu Asp Thr Arg Ser Ser Gly Arg Gin Gin Trp Gin Ser lie Glu Gly 
115 120 125 

Thr Lys Leu Ser He Thr Gin Gly Gin Gin Arg Thr Lys Ala Th^ Tr- 
13° 135 14Q 

Pro Ala Arg Glu Pro Phe Gin Asn Thr Glu Glu Pro Tyr Glu Asn lie 
i45 150 155 



Arg Asn Glu Gly Gin Asn Thr Asp Pro Lys Leu Asn Pro Lys Asd Asd 
!60 165 170 * 175 

Gly He Val Tyr Ala Ser Leu Ala Leu Ser Ser Ser Thr Ser Pro Arg 



180 



185 



190 



Ala Pro Pro Ser His Arg Pro Leu Lys Ser Pro Gin Asn Glu Thr Leu 
I 95 200 205 



Tyr Ser Val Leu Lys Ala 
210 



<210> 5 

<211> 1450 

<212> DNA 

<213> homo sapiens 

<220> 
<221> CDS 

<222> (386) . . (1066) 



<220> 

<221> sig_peptide 
<222> (386) . . (436) 

<220> 

<221> mat_peptide 
<222> (437) . . (1066) 

<400> 5 

ccacgcgtcc ggcttctttg ggggtgaaga gattggggag gaatctccac ccctgggagg 60 

cagaagccag gcatagcgcg ctggctagga ctccagtacc gtgaagggag gcagtgagag 120 

cagacatctg tgcctcattc ctgatctcaa ggggaaagca agaacaaggg aggcttcctc 180 

aggatctcga acctgcggaa ggaggaccag tctgtgtact tctgccaagt ccagctggac 240 

atacagatca gggaggctgt cgtggcagtc catcaagggg acccacctca ccatcaccca 300 

ggccctcagg cagcccctcc acagggcccc tctcctgcct ggacagctct gctggtctcc* 

ccgtcccctg gagaagaaca aggcc atg ggt egg ccc ctg ctg ctg ccc ctg 

Met Gly Arg Pro Leu Leu Leu Pro Leu 
-17 -15 . -io 



ctg etc ctg ctg cag ccg cca gca ttt ctg cag cct ggt gge tec aca 
Leu Leu Leu Leu Gin Pro Pro Ala Phe Leu Gin Pro Gly Gly Ser Thr 
" 5 1 5 

gga tet ggt cca age tac ctt tat ggg gtc act caa cca aaa cac etc 
Gly Ser Gly Pro Ser Tyr Leu Tyr Gly Val Thr Gin Pro Lys His Leu 
10 15 20 

tea gcc tec atg ggt gge tet gtg gaa ate ccc ttc tec ttc tat tac 
Ser Ala Ser Met Gly Gly Ser Val Glu He Pro Phe Ser Phe Tvr Tvr 
25 30 35 40 

ccc tgg gag tta gcc ata gtt ccc aac gtg aga ata tec tgg aga egg 
Pro Trp Glu Leu Ala He Val Pro Asn Val Arg He Ser Trp Arg Arg 
4 5 50 55 

gge cac ttc cac ggg cag tec ttc tac age aca agg ccg cct tec att 
Gly His Phe His Gly Gin Ser Phe Tyr Ser Thr Arg Pro Pro Ser lie 
60 65 70 

cac aag gat tat gtg aac egg etc ttt ctg aac tgg aca gag ggt cag 
His Lys Asp Tyr Val Asn Arg Leu Phe Leu Asn Trp Thr Glu Gly Gin 
75 80 85 

gag age gge ttc etc agg ate tea aac ctg egg aag gag gac cag tet 748 
Glu Ser Gly Phe Leu Arg He Ser Asn Leu Arg Lys Glu Asp Gin Ser 
90 95 100 



360 
412 

460 

508 

556 

604 

652 

700 



gtg tat ttc tgc cga gtc gag ctg gac acc egg aga tea ggg agg cag 
Val Tyr Phe Cys Arg Val Glu Leu Asp Thr Arg Arg Ser Gly Arg Gin 
105 HO 115 120 



796 



cag ttg cag tec ate aag ggg acc aaa etc acc ate ace cag get gtc 
Gin Leu Gin Ser He Lys Gly Thr Lys Leu Thr He Thr Gin Ala Val 
125 130 135 

aca acc acc acc acc tgg agg ccc age age aca acc acc ata gee ggc 
Thr Thr Thr Thr Thr Trp Arg Pro Ser Ser Thr Thr Thr He Ala Gly 
140 145 150 

etc agg gtc aca gaa age aaa ggg cac tea gaa tea tgg cac eta agt 
Leu Arg Val Thr Glu Ser Lys Gly His Ser Glu Ser Trp His Leu Ser 
155 160 165 

ctg gac act gee ate agg gtt. gca ttg get gtc get gtg etc aaa act 
Leu Asp Thr Ala He Arg Val Ala Leu Ala Val Ala Val Leu Lys Thr 
17 ° 175 180 

gtc att ttg gga ctg ctg tgc etc etc etc ctg tgg tgg agg aga agg 
Val lie Leu Gly Leu Leu Cys Leu Leu Leu Leu Trp Trp Arg Arg Arg 
185 190 195 * 200 

aaa ggt age agg gcg cca age agt gac ttc tgaccaacag agtgtgggga 
Lys Gly Ser Arg Ala Pro Ser Ser Asp Phe 
205 210 

gaagggatgt gtattagece eggaggaegt gatgtgagac ccgcttgtga gtcctccaca 1146 

ctcgttcccc attggcaaga tacatggaga gcaccctgag gacctttaaa aggcaaagee 1206 

gcaaggcaga aggaggctgg gtccctgaat caccgactgg aggagagtta cctacaagag 1266 

ccttcatcca ggagcatcca cactgeaatg atataggaat gaggtctgaa ctccactgaa 1326 

ttaaaccact ggcatttggg ggctgtttat tatagcagtg caaagagttc ctttatcctc 1386 

cccaaggatg gaaaaataca atttattttg cttaccataa aaaaaaaaaa aaaaaaaaaa 



aaaa 



<210> 6 

<211> 227 

<212> PRT 

<213> homo sapiens 



<400> 6 

Met Gly Arg Pro Leu Leu Leu Pro Leu Leu Leu Leu Leu Gin Pro Pro 
_17 -15 -10 - 5 

Ala Phe Leu Gin Pro Gly Gly Ser Thr Gly Ser Gly Pro Ser Tyr Leu 
1 5 10 15 

Tyr Gly Val Thr Gin Pro Lys His Leu Ser Ala Ser Met Gly Gly Ser 
20 25 30 

Val Glu He Pro Phe Ser Phe Tyr Tyr Pro Trp Glu Leu Ala He Val 
35 40 45 



844 



892 



940 



988 



1036 



1086 



1446 
1450 



Pro Asn Val Arg He Ser Trp Arg Arg Gly His Phe His Gly Gin Ser 
50 55 60 

Phe Tyr Ser Thr Arg Pro Pro Ser He His Lys Asp Tyr Val Asn Arg 
65 70 75 

Leu Phe Leu Asn Trp Thr Glu Gly Gin Glu Ser Gly Phe Leu Arg He 
80 85 90 95 

Ser Asn Leu Arg Lys Glu Asp Gin Ser Val Tyr Phe Cys Arg Val Glu 
100 105 110 

Leu Asp Thr Arg Arg Ser Gly Arg Gin Gin Leu Gin Ser He Lys Gly 
115 120 125 

Thr Lys Leu Thr He Thr Gin Ala Val Thr Thr Thr Thr Thr Trp Arg 
130 135 140 

Pro Ser Ser Thr Thr Thr lie Ala Gly Leu Arg Val Thr Glu Ser Lys 
145 150 155 

Gly His Ser Glu Ser Trp His Leu Ser Leu Asp Thr Ala He Arg Val 
160 165 170 175 

Ala Leu Ala Val Ala Val Leu Lys Thr Val He Leu Gly Leu Leu Cys 
180 185 190 

Leu Leu. Leu Leu Trp Trp Arg Arg Arg Lys Gly Ser Arg Ala Pro Ser 
195 200 205 



Ser Asp Phe 
210 



<210> 7 

<211> 909 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (130) . . (657) 

<220> 

<221> sig_peptide 
<222> (130) . . (180) 

<220> 

<221> mat_peptide 
<222> (181) . . (654) 



<400> 7 

acagccctct tcggagcctc agcccggctc tcctcactca cctcaacccc caggcggccc 60 
ctccacaggg cccctctcct gcctggacgg ctctgctggt ctccccgtcc cctggagaag 120 



aacaaggcc atg ggt egg ccc ctg ctg ctg ccc eta ctg ccc ctg ctg ctg 171 



Met Gly Arg Pro Leu Leu Leu Pro Leu Leu Pro Leu Leu Leu 
-15 -10 -5 

ccg cca gca ttt ctg cag cct agt ggc tec aca gga tct ggt cca age 219 
Pro Pro Ala Phe Leu Gin Pro Ser Gly Ser Thr Gly Ser Gly Pro Ser 
-11 5 10 

tac ctt tat ggg gtc act caa cca aaa cac etc tea gec tec atg ggt 267 
Tyr Leu Tyr Gly Val Thr Gin Pro Lys His Leu Ser Ala Ser Met Gly 
15 20 25 

ggc tct gtg gaa ate ccc ttc tec ttc tat tac ccc tgg gag tta gec 315 
Gly Ser Val Glu He Pro Phe Ser Phe Tyr Tyr Pro Trp Glu Leu Ala 
30 35 40 ~ 45 

aca get ccc gac gtg aga ata tec tgg aga egg ggc cac ttc cac ggg 363 
Thr Ala Pro Asp Val Arg He Ser Trp Arg Arg Gly His Phe His Gly 
50 55 60 

cag tec ttc tac age aca agg ccg cct tec att cac aag gat tat gtg 4 11 
Gin Ser Phe Tyr Ser Thr Arg Pro Pro Ser lie His Lys Asp Tyr Val 
65 70 15 

aac egg etc ttt ctg aac tgg aca gag ggt cag aag age ggc ttc etc 4 59 
Asn Arg Leu Phe Leu Asn Trp Thr Glu Gly Gin Lys Ser Gly Phe Leu 
80 85 90 

agg ate tec aac ctg cag aag cag gac cag tct gtg tat ttc tgc cga 507 
Arg He Ser Asn Leu Gin Lys Gin Asp Gin Ser Val Tyr Phe Cys Arq 
95 100 105 

gtt gag ctg gac aca egg age tea ggg agg cag cag tgg cag tec ate 555 
Val Glu Leu Asp Thr Arg Ser Ser Gly Arg Gin Gin Tro Gin Ser He 
110 115 120 * 125 

gag ggg acc aaa etc tec ate acc cag ggg aac cct tec aaa aca cag 603 
Glu Gly Thr Lys Leu Ser He Thr Gin Gly Asn Pro Ser Lys Thr Gin 
130 135 140 

agg age cat atg aga ata tea gga atg aag gac aaa ata cag ate cca 651 
Arg Ser His Met Arg He Ser Gly Met Lys Asd Lys He Gin He Pro 
145 150 ~ 155 

age taa atcccaagga tgaeggcate gtctatgett cccttgccct ctccagctcc 707 
Ser 

acctcaccca gagcacctcc cagccaccgt cccctcaaga gcccccagaa cgagaccctg 767 
tactctgtct taaaggecta accaatggac agccctctca agactgaatg gtgaggccag 827 
gtacagtggc gcacacctgt aatcccagct actctgaagc ctgaggcaga atcaagtgag 887 
cccaggagtt cagggccagc tt 909 



<210> 8 
<211> 175 



<212> PRT 

<213> homo sapiens 
<400> 8 

Met Gly Arg Pro Leu Leu Leu Pro Leu Leu Pro Leu Leu Leu 
-15 -10 -5 

Pro Pro Ala Phe Leu Gin Pro Ser Gly Ser Thr Gly Ser Gly Pro Ser 
-11 5 10 

Tyr Leu Tyr Gly Val Thr Gin Pro Lys His Leu Ser Ala Ser Met Gly 
15 20 25 

Gly Ser Val Glu lie Pro Phe Ser Phe Tyr Tyr Pro Trp Glu Leu Ala 
30 35 40 L 45 

Thr Ala Pro Asp Val Arg He Ser Trp Arg Arg Gly His Phe His Gly 
50 . 55 60 

Gin Ser Phe Tyr Ser Thr Arg Pro Pro Ser He His Lys Asp Tyr Val 
65 70 75 

Asn Arg Leu Phe Leu Asn Trp Thr Glu Gly Gin Lys Ser Gly Phe Leu 
80 85 ^ 90 

Arg He Ser Asn Leu Gin Lys Gin Asc Gin Ser Val Ty- Phe Cys A-q 
95 100 105 

Val Glu Leu Asp Thr Arg Ser Ser Gly Arg Gin Gin Tro Gin Ser lie 
110 115 120 125 

Glu Gly Thr Lys Leu Ser He Thr Gin Gly Asn Pro Ser Lys Gin 
130 135 140 

Arg Ser His Met Arg He Ser Gly Met Lys Asp Lys He GIr. He Fro 
145 150 " 155 

Ser 



<210> 9 

<211> 1459 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (309) . . (989) 

<220> 

<221> sig_peptide 
<222> (309) . . (359) 

<220> 

<221> mat_peptide 
<222> (360) . . (986) 



<400> 9 



ggcacgacgc cccatctcta ctaataaaaa aaaaaaaaaa ggatttgaag tcctggccgg 60 

agcaattagg caagggataa aaaggcacct aaggcccttt tgcaataaga agccagatgg 120 

ataaaggaag tgctggtcac cctggaggtg tactggtttg gggaaggtcc ccggccccca 180 

cagccctctg gggagcctca ccctggctct ccccactcac ctcagccctc aggcagcccc 240 

tccacaggac ccctctcctg cctggacagc tctgctggtc tccccgtccc ctggagaaga 300 

acaaggcc atg ggt egg ccc ctg ctg ctg ccc ctg ctg etc ctg ctg cag 350 
Met Gly Arg Pro Leu Leu Leu Pro Leu Leu Leu Leu Leu Gin 
-15 -10 _ 5 

ccg cca gca ttt ctg cag cct ggt ggc tec aca gga tct ggt cca age 398 
Pro Pro Ala Phe Leu Gin Pro Gly Gly Ser Thr Gly Ser Gly Pro Ser 
-11 5 10" 

tac ctt tat ggg gtc act caa cca aaa cac etc tea gee tec atg ggt 446 
Tyr Leu Tyr Gly Val Thr Gin Pro Lys His Leu Ser Ala Ser Met Gly 
15 20 25 

ggc tct gtg gaa ate ccc ttc tec ttc tat tac ccc tgg gag tta gee 
Gly Ser Val Glu He Pro Phe Ser Phe Tyr Tyr Pro Trp Glu Leu Ala 
30 35 ' 



494 



40 45 



542 



590 



aca get ccc gac gtg aga ata tec tgg aga egg ggc cac ttc cac ggg 
Thr Ala Pro Asp Val Arg He Ser Trp Arg Arg Gly His Phe His Gly 
50 55 60 

cag tec ttc tac age aca agg ccg cct tec att cac aag gat tat gtg 
Gin Ser Phe Tyr Ser Thr Arg Pro Pro Ser He His Lys Asp Tyr Val 
65 70 75 

aac egg etc ttt ctg aac tgg aca gag ggt cag gag age ggc ttc etc 638 
Asn Arg Leu Phe Leu Asn Trp Thr Glu Gly Gin Glu Ser Gly Phe Leu 
80 85 90 

agg ate tea aac ctg egg aag gag gac cag tct gtg tat etc tgc cga 686 
Arg lie Ser Asn Leu Arg Lys Glu Asp Gin Ser Val Tyr Phe Cvs Ara 
95 100 105 

gtc gag ctg gac ace egg aga tea ggg agg cag cag ttg cag tec ate 734 
Val Glu Leu Asp Thr Arg Arg Ser Gly Arg Gin Gin Leu Gin Ser He 
110 115 120 125 

aag ggg ace aaa etc ace ate acc cag get gtc aca acc acc acc acc 782 
Lys Gly Thr Lys Leu Thr He Thr Gin Ala Val Thr Thr Thr Thr Thr 
130 135 1 40 

tgg agg ccc age age aca acc acc ata gee ggc etc agg gtc aca gaa 830 
Trp Arg Pro Ser Ser Thr Thr Thr He Ala Gly Leu Arg Val Thr Glu 
145 150 155 

age aaa ggg cac tea gaa tea tgg cac eta agt ctg gac act gee ate 878 
Ser Lys Gly His Ser Glu Ser Trp His Leu Ser Leu Asp Thr Ala He 
I 60 165 170 



agg gtt gca ttg get gtc get gtg etc aaa act gtc att ttg gga ctg 926 
Arg Val Ala Leu Ala Val Ala Val Leu Lys Thr Val He Leu Gly Leu 
175 180 . 185 

ctg tgc etc etc ctg tgg tgg agg aga agg aaa ggt age agg gcg cca 974 
Leu Cys Leu Leu Leu Trp Trp Arg Arg Arg Lys Gly Ser Arg Ala Pro 
190 195 200 205 

age agt gac ttc tga ccaacagagt gtggggagaa gggatgtgta ttagccccgg 1029 
Ser Ser Asp Phe 

aggaegtgat gtgagacccg cttgtgagtc ctccacactc gttccccatt ggcaagatac 1089 
atggagagca ccctgaggac ctttaaaagg caaagccgca aggcagaagg aggctgggtc 1149 
cctgaatcac cgactggagg agagttacct acaagagect tcatccagga gcatccacac 1209 
tgcaatgata taggaatgag gtctgaactc cactgaatta aaccactggc atttgggggc 1269 
tgttcattat agcagtgcaa agagttcctt tatcctcccc aaggatggaa aatacaattt 1329 
attttgetta ccatacaccc cttttctcct cgtccacatt ttccaatctg tatggtggct 1389 
gtcttctatg gcagaaggtt ttggggaata aatagcgtga aatgctgctg aaaaaaaaaa 1449 
aaaaaaaaaa 



1459 



<210> 10 
<211> 226 
<212> PRT 

<213> homo sapiens 
<400> 10 

Met Gly Arg Pro Leu Leu Leu Pro Leu Leu Leu Leu Leu Gin 
"15 -10 - 5 

Pro Pro Ala Phe Leu Gin Pro Gly Gly Ser Thr Gly Ser Gly Pro Ser 
-11 5 io 

Tyr Leu Tyr Gly Val Thr Gin Pro Lys His Leu Ser Ala Ser Met Gly 
15 20 25 

Gly Ser Val Glu He Pro Phe Ser Phe Tyr Tyr Pro Trp Glu Leu Ala 
30 35 4 0 4 5 

Thr Ala Pro Asp Val Arg lie Ser Trp Arg Arg Gly His Phe His Gly 
50 55 ' 60 

Gin Ser Phe Tyr Ser Thr Arg Pro Pro Ser He His Lys Asp Tyr Val 
65 70 75 

Asn Arg Leu Phe Leu Asn Trp Thr Glu Gly Gin Glu Ser Gly Phe Leu 
80 85 90 



Arg lie Ser Asn Leu Arg Lys Glu Asp Gin Ser Val Tyr Phe Cys A^a 
95 100 105 



Val Glu Leu Asp Thr Arg Arg Ser Gly Arg Gin Gin Leu Gin Ser He 
110 115 120 125 

Lys Gly Thr Lys Leu Thr He Thr Gin Ala Val Thr Thr Thr Thr Thr 
130 135 140 

Trp Arg Pro Ser Ser Thr Thr Thr He Ala Gly Leu Arg Val Thr Glu 
1^5 150 - 155 

Ser Lys Gly His Ser Glu Ser Trp His Leu Ser Leu Asp Thr Ala He 
160 165 170 

Arg Val Ala Leu Ala Val Ala Val Leu Lys Thr Val He Leu Gly Leu 
175 180 185 

Leu Cys Leu Leu Leu Trp Trp Arg Arg Arg Lys Gly Ser Arg Ala Pro 
190 195 200 ~ 205 

Ser Ser Asp Phe 



<210> 11 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 11 

ACAGCCCTCT TCGGAGCCTC A 

<210> 12 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 12 

AAGCTGGCCC TGAACTCCTG G 

<210> 13 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 13 

CAAGGGATAA AAAGGCAC 

<210> 14 

<211> 18 

<212> DNA 

<213> homo sapiens 



<400> 14 

AACTCTCCTC CAGTCGGT 



